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Human ADAM15 qPCR Primer Pair
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QH27033S Human ADAM15 gPCR Primer Pair 200X
FEamiE T
» Human ADAM15 qPCR Primer Pair, BIAADAMI15 qPCR5 ¥, FZH THTSYBR GreenfJqPCR, One-Step qRT-PCR

>

Hisemi-quantitative PCR, A5[¥afskigit. £idqPCRIIE. FRAYS VI,
gPCR (Quantitative PCR)BIE&PCR, WFRLH %6 E B PCRE LM & BPCR (Real-time quantitative PCR). SEHfPCR
(Real-time PCR), 2 —M{EDNAY 1R MIFEA, DS ERNE SR AR N (PCR)IEING = WE &5, qPCRE
FHIPRR 7T 2SYBR GreenZ 78 e eREFIREH 1, SYBR GreenZ5 7 ekl 2 M AT A2, IR R IDNALS & Yokl
SYBR Green§ A IPCRIGFEHF IR APCRY H/~¥); MR (Probe method), WA ATaqMantREHE, NMEATOCHR
L, TR IR AR 3 K EE A (Quencher) ARIE I DNATREHT M UE I PCRAGI Y B AR 41 (1,2]0

XMTFSYBR GreenfFduklz, 5IMEXREE, KRF5 W= MRAEZRIFLNS LT ER, RATRFFPFESRIE, FEk
fE, VHERES, 5IMRERERAERK, qPCREGERISE; AFRF5 1PN —BHATESSMNE T (Span exon junctions), MG T X
HFZHDNA (gDNA)MIPIE[3,4]; ARFINSIWr=RdEEFEE, JLPFES TITE AFV/MNEBRER; 5190 Tm{EZ60°C, KEZH
I =) (Amplicon) UK EZ190-160bp, IR = KRIETRALE A& ME 5@ G Y & (Primer Panel/Primer Array),

AP EATIRGE TR, S8 & ER51% Forward primer, AR _EH7519)f A5 (Reverse primer, thWFR NilF5(9)%
1nmol, #2nmol, ~&EEEES(Nuclease-free), HFEIMA400plBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name ADAM metallopeptidase domain 15
Gene Symbol ADAM15
Synonyms MDC15
Organism Human
Gene ID 8751
UniProt ID Q13444

Main Accession No. NM_207197

NM_001261464, NM_001261465, NM_001261466, NM_003815, NM_207191, NM_207194,
NM_207195, NM_207196, NM_207197, NR_048577, NR_048578, NR_048579,
NM_003815.1, NM_003815.2, NM_003815.3, NM_003815.4, NM_207191.1, NM_207191.2,
NM_207194.1, NM_207194.2, NM_207195.1, NM_207195.2, NM_207197.1, NM_207197.2,
NM_207196.1, NM_207196.2, NM_001261466.1, NM_001261465.1, NM_001261464.1,
BC014566, BC014566.2, BM971880, BT009764, NM_001261465.2, NM_001261466.2,
NM_207196.3, NM_207197.3, NM_001261464.2, NM_207191.3, NM_207195.3,
NM_207194.3, NM_003815.5

Map Location 1g21.3

Other Accession No.

Pathway -

The protein encoded by this gene is a member of the ADAM (a disintegrin and
metalloproteinase) protein family. ADAM family members are type I transmembrane
glycoproteins known to be involved in cell adhesion and proteolytic ectodomain
processing of cytokines and adhesion molecules. This protein contains multiple
functional domains including a zinc-binding metalloprotease domain, a disintegrin-like
Gene Summary domain, as well as a EGF-like domain. Through its disintegrin-like domain, this protein
specifically interacts with the integrin beta chain, beta 3. It also interacts with Src
family protein-tyrosine kinases in a phosphorylation-dependent manner, suggesting
that this protein may function in cell-cell adhesion as well as in cellular signaling.
Multiple alternatively spliced transcript variants encoding distinct isoforms have been
observed. [provided by RefSeq, Jul 2008]




Amplicon Information
Amplicon Length (bp) | 127
NCBI mRNA ID NM_207197.3
NCBI Protein ID NP_997080.1
Ensembl Transcript ID | ENST00000356955.7
Ensembl Gene ID ENSG00000143537.14
Ensembl mRNA ID ADAM15-203
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QH27033S Human ADAM15 qPCR Primer Pair 1nmol each
— Wi 163
REFEM:
-20°CHR17, B EEEITIEY 2%, %R URRL,
AREI:

> PCRYH YA AT RE & IR R e SRS A7 A 2 A8 i A A= 5=

> BIRARYIG Y SR SRR, B BCETERNZ(Melt curve) 74t AREY 8 W % R, ISR B —AMafiih
2R (Ot B IR IR R EEDNAF I TmfE), WA~ —r=4); RERh LB, Zlgsizkigile, mJRe2s5Y)
CRASARR Y R, FAERKADNAG R, XSG R, IR E A SR AR (No template control, NTC),
BIVE I 1R 2 L S BRASAR AS NI BT 2 53, ARAERE AR FLRITE RSO IR LI R R 22 57, ATHIMTR 7 AR5 [ —RIR S e
HUAERE S PR I

> HRNARREEY - Pisg, MR HPTE 2 qPCR Mix,

> APERRT LA RZRIREIAN, M TIRKSHERET, MEATRMEE R, MIFRT EEEEN.

> NTIERNZENERE, EFLRIRFR—RETERE.

fERAE:
1. PCRIRMIERINBEHE :

a. FFEA T, 3000-8000 X g0 14348k, DARTFF &IN5 YR8k, BEMA400ulBaiK, SEEirEFEERSIER, R
JEEONPREEOLR, FAHEEEREREWITIRS, 154000l 2.5uM eachfyPrimer Mix, #B4i/K#fE#E # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. ARSI PCR N A& ATE T, SYBR Green qPCR MixFh 2R G E Tk LBUk&EWN, HFEFEH
BeyoFast™ SYBR Green gqPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii544!) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
qRT-PCR Kit (Bji544%) (D7509),

c. SETFREZRIVKNA LIREPCRRMNAR, PL96FLIRFIBeyoFast™ SYBR Green qPCR Mix (2X) 4,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
H1: JEESIWLIKRIERN0.2-0.5uM eachi IS RAFIVRETIRCER, HARIBENRE0.1-1.0uM eachyEEIETES P&

7i3i
2 EHEDNABRAELAL-10ng cDNAKHSEHE, FARYRIIBRESERENEREEORE, ra8%, aimnk
PR BB TR MR, DA I AR &, RT-PCRIR MFZIMIcDNABE B/ NEMRET, HvmE R Eid
PCRZ M EARIRT10%,
W3 9L IR R AR 920p], AT DURIBSERRSERn 7R oK, &Ly Reigs/ R AR,
W4 ARG E AR R,

d. ABHSRREUITIRS NS M VortexiRs], HEiRELER, HRAERRETER, MM HBeyoFuge™ EAl T MFLARES O
(EEX, 2500rpm) (E6758) A THIEHE L,

e. KEEIFMPCRRMEHNPCRRMRE TN ERPCRIN |, HiaERPCRRMN,

2. PCRRMNFEF:
fEReal-time PCRZ M M/ TR AT, I IR ENI5°C 24080, H 4ol GCRNUIE Y IE K R ZE5-105%0, ABFZEDA
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ABI QuantStudio™ 6 Flex#Z Y E&PCRIX A :

WA ME: 95°C 2434,

AFPE: 95°C 15%D;

BK/EM: 60°C 15-30FD;

BESEDMD B, SH40MER,

YR Z ST (FT3%) . 95°C 158, 60°C 158D, 95°C 15F);

f. (EHZOEE RPCRIVR BRI 73 AT 4 R

: PAEZEBINERQPCRIRV. 258, NESE, LR FFREN. 5IWSENEARMS S, FRERNR. 5%, BRR
BB RO E R RN A5, FEARAE LIRS s NR VAR R, EIR AT EqPCR, WIHSRH =25 15qPCR, HFEAEIE K /HE(H
JEIM—72°C 30%), FHIGEE D, cRIEMIYIX—HBIL40MERETA],

BE R

ki

1. Marilynn R Fairfax, Hossein Salimnia. Molecular Diagnostics. 2010. Pages 3-14.

2. Cao H, Shockey JM. J Agric Food Chem. 2012. 60(50):12296-303.

3. Thornton B, Basu C. Methods Mol Biol. 2015. 1275:173-9.

4, Bustin SA, Mueller R, Nolan T. Methods Mol Biol. 2020. 2065:5-22.

5. Kozera B, Rapacz M. J Appl Genet. 2013. 54(4):391-406.

6. da Conceicéo Braga L, Gongalves BOP, Coelho PL, et al. Acta Histochem. 2022. 124(1):151821.

7. Laurell H, Iacovoni JS, Abot A, Svec D, Maoret JJ, et al. Nucleic Acids Res. 2012. 40(7):e51.

X!

1. NAZ51¥R:
] = B AR (2B
QHO00001 Human ACTB gqPCR Primer Pair 200/1000/5000¢%
QHO00005 Human B2M gPCR Primer Pair 200/1000¢X
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢%
QHO00017 Human HCK gPCR Primer Pair 200/1000¢X
QH00021 Human HMBS gPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gPCR Primer Pair 200/1000X
QHO00029 Human HSP90AA1 gqPCR Primer Pair 200/1000¢X
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢%
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢%
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QH00045 Human PGK1 gPCR Primer Pair 200/1000/X
QH00049 Human PPIA qPCR Primer Pair 200/1000¢X
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢X
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 qPCR Primer Pair 200/1000¢%
QH00065 Human SDHA qPCR Primer Pair 200/1000¢X
QH00069 Human TBP qPCR Primer Pair 200/1000X
QH00073 Human TFRC gPCR Primer Pair 200/1000X
QHO00077 Human YWHAZ qPCR Primer Pair 200/1000¢X
QH00081 Human PPIH qPCR Primer Pair 200/1000¢%
QH00085 Human RPL13A qPCR Primer Pair 200/1000¢%
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

¥ #EFFEHGAPDH, RPLPO. ACTB. TUBBFIB2M{EAMNZ, (HUIRIX =FTCEMELRFFRK, 7 A2 HHPRT18
RNA18SSIERNS, NIRFHERIZIRME, RS ([Ytyn ﬁtt@)ﬂ[s 6]o
2. /NEAZ5 PR

P RS 7 AR (2B
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢X
QMO00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000{%
QM00010 Mouse B2m qPCR Primer Pair 200/1000¢X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢%
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QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢%
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000/X
QMO00030 Mouse Hsp90ab1l qPCR Primer Pair 200/1000/X
QM00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢%
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢%
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢X
QMO00054 Mouse Thp qPCR Primer Pair 200/1000/X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢%
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000/X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000/X
QM00082 Mouse Ppih qPCR Primer Pair 200/1000¢%
QM00086 Mouse Sdha qPCR Primer Pair 200/1000¢%
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢%
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

¥ HEMHGapdh. Rplp0. Actb. TubbMIB2mfEAANS, (HUIERX=FLEHELRTR, TR FEHAHprt1siRn18s
TERNS, IREHERSERICER, EIRS Y22 H[5-6],
3. H[KIZDNA (gDNA)5 ¥4 (F T gDNAjG Betaill) :

7 g S P AR %
QHO00101 Human HGDC Primer Pair 200/1000¢X
QMO00098 Mouse MGDC Primer Pair 200/1000¢X

i£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix M AE#1:

7 S 2 B A TR 2k
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, [fji544%!) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fji5 %) 1/5/25ml
57507 BeyoFast™ SYBR Green qPSj) Mix (2X, High ROX, Biji5 4 1/5/25ml
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit ([}i75 4+%) 100/500%K

FASAO011-1pc BeyoGold™ & IE IR /4%
FSF002 WIE & PCR A ERIE(ABIS3 %) 207 /6%
FSF035-100pcs BeyoGold™# . E & PCR £ A IR (FE 5UY) 1007 /0%
FSF039-20pcs BeyoGold™ 7 7E = PCR A EI AR (B, Iﬂ‘l:lﬁ%) 207 /0%
FSF039-100pcs BeyoGold™»&E & PCRA AR (B, #1457 4E) 100y /futs
FTUB325-1box BeyoGold™ qPCR/\HFE (0.2ml, “F-55, %) 125HF/&
FTUB325-10bxs BeyoGold™ qPCR/\BtHEE (0.2ml, “F-2& liﬁﬂ) 1258/, 108 /48
FTUB333 wWHEEZEPCRAIGTLIR (ABIJFZE) 204 /E3E
FTUB384 SOLE B PCRAI3844LAR (ABLS ) 205 /%
FTUB335-1box BeyoGold™# K E & PCRAII6FLAR(0.2ml, JotRid, 1#EHA) 100N /8
FTUB335-5bxs BeyoGold™Z i &PCRAI6FLAR(0.2ml, otz #EHH) 101N/ &, S&/5
FTUB337-1box BeyoGold™# )& & PCRAI96FLAR (0.2ml, 4R34, iEHA) 104N/&
FTUB337-5bxs BeyoGold™Ze 5t B PCRAI6FLIR(0.2ml, 4712, EHH) 10N/ &, 5E/F8
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